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A B S T R A C T
Background: Systemic Sclerosis (SSc) is an autoimmune disease characterized by vascular and immune
dysfunction. A hallmark of SSc is the excessive accumulation of extracellular matrix in the skin and in
internal organs. There is a high and unmet medical need for novel therapies in this disease. The
pathogenesis of SSc is complex and still poorly understood, but the innate immune system has emerged
as an important factor in the disease. SSc patients show increased numbers of macrophages/monocytes
in the blood and in the skin compared to healthy individuals and these cells are important sources of
proﬁbrotic cytokines and chemokines. Paquinimod belongs to a class of orally active quinoline-3-
carboxamide (quinoline) derivatives with immunomodulatory properties and has shown effects in
several models of autoimmune/inﬂammatory disorders. Paquinimod is currently in clinical development
for treatment of SSc. The immunomodulatory effects of paquinimod is by targeting the myeloid cell
compartment via the S100A9 protein.
Objective: In this study we investigate whether targeting of myeloid cells by paquinimod can effect
disease development in an experimental model of SSc, the tight skin 1 (Tsk-1) mouse model.
Methods: Seven weeks old female B6.Cg-Fbn1Tsk/J (Tsk-1) mice were treated with vehicle or paquinimod
at the dose of 5 or 25 mg/kg/day in the drinking water for 8 weeks. The effect of paquinimod on the level
of skin ﬁbrosis and on different subpopulations within the myeloid cell compartment in skin biopsies
were evaluated by using histology, immunohistochemisty, a hydroxyproline assay and real-time PCR.
Furthermore, the level of IgG in serum from treated animals was also analysed. The statistical analyses
were performed using Mann-Whitney nonparametric two tailed rank test.
Results: The results show that treatment with paquinimod reduces skin ﬁbrosis measured as reduction of
skin thickness and decreased number of myoﬁbroblasts and total hydroxyproline content. The effect on
ﬁbrosis was associated with a polarization of macrophages in the skin from a pro-ﬁbrotic M2 to a
M1 phenotype. Paquinimod treatment also resulted in a reduced TGFb-response in the skin and an
abrogation of the increased auto-antibody production in this SSc model.
Conclusions: Paquinimod reduces skin ﬁbrosis in an experimental model of SSc, and this effect correlates
with local and systemic effects on the immune system.
ã 2016 The Authors. Published by Elsevier Ireland Ltd on behalf of Japanese Society for Investigative
Dermatology. This is an open access article under the CC BY-NC-ND license (http://creativecommons.org/
licenses/by-nc-nd/4.0/).
Abbreviations: a-SMA, a-smooth-muscle-actin; CCL2, chemokine (C-C motif) ligand 2; CCR2, chemokine receptor 2; Col1a1, collagen 1a1; Col1a2, collagen 1a2; Col3a1,
collagen 3a1; Ctgf, connective tissue growth factor; DAMP, damage-associated molecular pattern; ECM, extracellular matrix; Fn1, ﬁbronectin 1; iNOS, inducible nitric oxid
synthase; IFNs, interferons; MS, multiple sclerosis; RAGE, receptor for advanced glycation end-product; SLE, systemic lupus erythematosus; SSc, Systemic Sclerosis; TGFb,
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* Corresponding author.
Contents lists available at ScienceDirect
Journal of Dermatological Science
journal homepa ge: www.jdsjournal .comE-mail addresses: Martin.Stenstrom@activebiotech.com (M. Stenström), Helen.Nyhlen@activebiotech.com (H.C. Nyhlén), Marie.Torngren@activebiotech.com
(M. Törngren), David.Liberg@activebiotech.com (D. Liberg), Birgitta.Sparre@activebiotech.com (B. Sparre), Helen.Tuvesson@activebiotech.com (H. Tuvesson),
Helena.Eriksson@activebiotech.com (H. Eriksson), Tomas.Leanderson@activebiotech.com, Tomas.Leanderson@med.lu.se (T. Leanderson).
http://dx.doi.org/10.1016/j.jdermsci.2016.04.006
0923-1811/ ã 2016 The Authors. Published by Elsevier Ireland Ltd on behalf of Japanese Society for Investigative Dermatology. This is an open access article under the CC BY-
NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).
M. Stenström et al. / Journal of Dermatological Science 83 (2016) 52–59 531. Introduction
Systemic Sclerosis (SSc) is a rare connective tissue disease
characterized by vascular and immune dysfunction, and ﬁbrosis
that damage multiple internal organs such as the gastrointestinal
tract, lungs, heart and kidney [1]. There is no cure for SSc and
existing treatments are focused on controlling symptoms and
preventing complications [2]. Thus, there is a high unmet medical
need for novel therapies in this disease. The pathogenesis of SSc is
complex and still poorly understood, but immunological activity
is suggested to be the key stimulator of ﬁbrosis and vascular
abnormalities. This is supported by observations of high
concentrations of immune mediators such as cytokines and
chemokines, inﬁltration of mononuclear cells in affected organs
and the production of autoantibodies [3]. In recent years, the
importance of the innate immune system in the pathogenesis of
SSc is increasingly recognized [4]. Studies have shown elevated
levels of type I Interferons (IFNs), a key regulator of the innate
immune system, in SSc patients [5,6]. It has also been reported
that SSc patients have increased numbers of macrophages/
monocytes in the blood and in the skin compared to healthy
individuals [7,8]. These cells are important sources of ﬁbrosis-
inducing cytokines like for instance transforming growth factor b
(TGFb). Macrophage-derived TGFb stimulates myoﬁbroblasts to
produce various extracellular matrix (ECM) proteins and inhib-
itors of metalloproteases that are involved in the degradation of
the matrix proteins [9]. Taken together, this suggests that
targeting the innate immune system has the potential to improve
the treatment of SSc.
Paquinimod belongs to a class of quinoline-3-carboxamide
(quinoline) derivatives that contains structurally related, orally
active, low molecular weight compounds [10]. Paquinimod has
immunomodulatory properties and interferes with development
of disease in models for several autoimmune/inﬂammatory
disorders, e.g. multiple sclerosis (MS) [11], systemic lupus
erythematosus (SLE) [12] and atherosclerosis [13]. The immuno-
modulatory effects of paquinimod in these models involve the
innate immune system, speciﬁcally the myeloid cell compartment
and it was recently reported that paquinimod selectively inhibited
recruitment of subsets of myeloid cells into inﬂammatory sites
[14]. The S100A9 protein has been identiﬁed as one target
molecule for paquinimod [15]. S100A9 is involved in both
activation and recruitment of myeloid cells into inﬂammatory
sites [16] and a pro-inﬂammatory role for S100A9 is supported by
elevated levels of S100A9 in several autoimmune/inﬂammatory
diseases, including SSc [17–19]. Extracellular S100A9 acts as a
damage-associated molecular pattern (DAMP) that interacts with a
number of receptors, including toll-like receptor 4 (TLR4) and the
receptor for advanced glycation end-product (RAGE) which are
typical pattern recognition receptors expressed on cells within the
myeloid compartment. Paquinimod binds to S100A9 and disrupts
its binding to these receptors [15].
Since paquinimod, and also other quinoline compounds, have
documented effects on the innate immune system and on
inﬂammation [11,14,20,21], we have explored the possibility of
using paquinimod as a novel treatment of SSc. Recently an open-
label study with paquinimod in progressive SSc patients was
completed (NCT01487551). The main objective of this study was to
measure changes in biomarkers and safety parameters in SSc
patients treated with paquinimod for eight weeks. Effects on
several biomarkers relevant for SSc and the mechanism of
paquinimod were observed and results also showed that
paquinimod was well tolerated by the patients (manuscript in
preparation). In this study we have investigated the effect of
paquinimod in an established experimental model of SSc, the tight
skin 1 (Tsk-1) mouse model. The results show that treatment withpaquinimod reduces skin ﬁbrosis and indicate that the mechanism
is mediated via targeting subsets of monocytes/macrophages.
2. Materials and methods
2.1. Animals and animal care
Seven weeks old female B6.Cg-Fbn1Tsk/J (Tsk-1) mice were
purchased from Jackson laboratories (Bar Harbor, ME). Tsk-1 mice
spontaneously develop skin ﬁbrosis as a result of a partial in-frame
duplication in the ﬁbrillin-1 gene [22]. The mice were kept in a
speciﬁed pathogen-free facility and housed 4–8 mice/cage with
food and water ad lib. All animal experiments were conducted in
accordance with the Ethical Committee on Animal Experiments in
Lund, Sweden (permit no M 27-12).
2.2. Test groups, compound formulation and administration
Six animals were sacriﬁced at the age of 7 weeks to determine
the level of ﬁbrosis in the skin at the start of treatment. Thereafter,
8 animals per group were treated with vehicle (water) or
paquinimod ad lib. at the dose of 5 or 25 mg/kg/day in the
drinking water for 8 weeks.
2.3. Skin biopsies
Skin biopsies were taken from the upper back. Biopsies were
ﬁxed for 6 h in 4% PFA and either dehydrated and embedded in
parafﬁn or soaked in 25% sucrose solution until sinking to the
bottom of the vial, and thereafter frozen in OCT Tissue Tec
(Histolob Products AB, Gothenburg, Sweden). For the analysis of
hydroxyproline content, biopsies were frozen in liquid nitrogen.
For gene expression analysis biopsies were frozen in RNAlater1
(Life Technologies, Carlsbad, CA).
2.4. Histology and immunohistochemistry
Parafﬁn embedded skin biopsies were transversally sectioned
at 4–10 mm and sections collected from 3 different levels (100 mm
between each level). The sections were dried at 37 C overnight and
then processed for histological staining with Mayer Hematoxylin
(Sigma-Aldrich, St Louis, MO) and Erytrosin B (VWR International
Ltd., Poole, UK) or for immunohistochemistry. Thickness of
hypodermis, i.e. the connective tissue layer beneath panniculus
carnosus, was measured in hematoxylin/erytrosin stained sections
at three levels in each biopsy with the value for each level a mean
of three measurements in the section (left, middle and right). The
value for each individual represented as a mean of the three levels
measured.
For detection of myoﬁbroblasts, the sections were incubated
with the primary antibody, alkaline phosphatase conjugated
mouse anti-alpha-smooth-muscle-actin (a-SMA, Sigma-Aldrich,
St Louis, MO), visualized in Permanent red (DakoSweden AB,
Stockholm, Sweden) and mounted in aqueous mounting medium
(DakoSweden AB). Myoﬁbroblasts were measured in three ﬁelds
under 20 objective lens on each section, sections from three
levels were analysed and presented as mm2 stained a SMA area/
length of sample (mm). The value for each individual is
represented as a mean of the three levels measured. The stained
myoﬁbroblasts were manually selected according to location and
morphology to differentiate them from other cell types that also
express a-SMA, such as pericytes and vascular smooth muscle
cells.
For detection of CD206 and F4/80, immunoﬂuorescence was
used on frozen sections (8 mm) according to standard protocols.
The primary antibodies used were rabbit-anti-CD206 (AbCam,
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Isotype antibodies for both anti-CD206 and anti-F4/80 were used
on separate sections as control. The secondary antibodies used
were donkey-anti-rabbit Alexa ﬂuor 488 (Jackson ImmunoRe-
search, West Grove, PA) and Alexa ﬂuor 555 goat-anti-rat (Life
Technologies Invitrogen, Eugene, OR). The slides were mounted in
ProLongGold Antifade Kit including DAPI (Life Technologies
Invitrogen, Eugene, OR). The CD206 stained cells were measured
in a standardized area in hypodermis. The positive stained cells
were expressed as percentage of stained area in relation to total
analyzed area. All morphometric measurements were performed
by using a Leica DMRXE microscope equipped with a digital
camera and a computerized image analysis system (Q500, Leica,
Switzerland).
2.5. Hydroxyproline assay
The amount of hydroxyproline in skin biopsies was analyzed
using a Hydroxyproline Assay Kit (BioVision, San Jose, CA). Each
tissue section was homogenized in 250 mL ultrapure water.
Thereafter, 250 mL concentrated HCl were added and the mixture
was heated at 120 C for 3 h. Subsequently, the hydrolyzed samples
were analysed according to manufacturer’s instructions.
2.6. Gene expression
Total RNA was prepared from skin samples, frozen in RNAlater,
using RNeasy kit (Qiagen, Hilden, Germany). RNA concentrationFig.1. Inhibition of skin ﬁbrosis development by paquinimod treatment. A) Hypodermal t
and vehicle or paquinimod treated Tsk-1 mice (n = 7–8) at 15 weeks of age. B) Representat
of treatment at 8 weeks (II) vehicle treated and (III) treated with paquinimod 5 mg/kg at te
skin biopsies from Tsk-1 mice at start of treatment and after 8 weeks of treatment with p
treatment and after 8 weeks of treatment with paquinimod or vehicle. The graphs shoand purity were determined using a NanoDrop Spectrophotometer
for determing the A260/A280 ratio and an Agilent Bioanalyzer to
further check the RNA quality. cDNA was prepared using two mg
RNA per sample with Qiagen RT2 First strand kit (Qiagen Sciences,
Germantown, MD) according to the manufacturer’s instructions.
Expression levels for mRNA of Col1a2 (RefSeq. NM_007743),
Col3a1 (RefSeq. NM_009930), Ctgf (RefSeq. NM_010217), Fn1
(RefSeq. NM_010233), Il-13 (RefSeq. NM_008355) and Thbs1
(RefSeq. NM_011580), with references beta-actin (Actb) (RefSeq.
NM_007393) and beta-2 microglobulin (B2m) (RefSeq.
NM_009735), were determined using a customized array of
validated RT2 qPCR Primer Assays (Qiagen Sciences). Additional
RT2 qPCR Primer Assays used were Ccr2 (RefSeq. NM_009915.2)
and reference Actb (RefSeq. NM_007393.3) purchased from
(Qiagen Sciences). Real-time qPCR was carried out on a Thermo-
cycler CFX96 instrument (Bio-Rad, CA) using RT2 SYBR Green
Mastermix (Qiagen Sciences) according to the manufacturer’s
instruction. Expression levels of Cd206 and Arg-1 were determined
on the same instrument using SsoFastTM EvaGreen1 Supermix
(Bio-Rad Laboratories, Singapore). The sequences of the
Cd206 primers were 50-GCA AAT GGA GCC GTC TGT GC-30
(forward), 50-CTC GTG GAT CTC CGT GAC AC-30 (reverse), Arg-
1 primers were 50-GTG AAG AAC CCA CGG TCT GT-30 (forward) and
50-CTG GTT GTC AGG GGA GTG TT-30 (reverse), Il-12b primers were
50-GTG TGG ATC CAA AGC AAT AC-30 (forward) and 50-GTC TGC TCA
TTC ATG ACA AG-30 (reverse), iNOS (Nos2) primers were 50-TGG
TGG TGA CAA GCA CAT TT-30 (forward) and 50-AAG GCC AAA CAC
AGC ATA CC-30 (reverse), beta-actin primers were 50-CCC ACA CTGhickness in skin biopsies from Tsk-1 mice at 7 weeks of age (start of treatment; n = 6)
ive histological sections showing hypodermal thickness in the skin biopsies. (I) start
rmination of the study. Scale bar representing 200 mm. C) Hydroxyproline content in
aquinimod or vehicle. D) Myoﬁbroblasts in skin biopsies from Tsk-1 mice at start of
w individual values and the horizontal line represents median value.
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30 (reverse), B2m primers were 50-ATT CAC CCC CAC TGA GAC TG-30
(forward) and 50-TGC TAT TTC TTT CTG CGT GC-30 (reverse), all
purchased as custom primers (Life Technologies Invitrogen, CA).
The mRNA for Col1a1 (RefSeq. NM_007742) was determined using
Quantitect Primer Assay with QuantiFast SYBR Green PCR kit
(Qiagen).
Fold changes in mRNA expression of the genes were calculated
by using the DDCq method. The relative normalized expression of
each gene for each sample was calculated as (2^ (DCq)) divided
(2^ (DCq,average,control)), where the vehicle treated mice is the
control group.
2.7. Serum IgG level
Serum samples were collected at termination. The level of
serum total IgG was analysed using an IgG mouse ELISA kitFig. 2. Effects on the myeloid cell compartment. A) Changes of mRNA levels relative vehic
genes after 8 weeks of treatment (n = 8) with 25 mg/kg paquinimod. Graph shows m
CD206 staining of a standardized area in skin sections from start of treatment and vehicl
double staining with anti-CD206 (green) and anti-F4/80 (red) antibodies, the upper right
(D) Change in mRNA levels relative vehicle treatment (n = 8) of Ccr2 at start of treatmen
plots and the horizontal line represents median value.(Abnova, Heidelberg, Germany), according to the manufacturer’s
instructions.
2.8. Statistical analysis
Statistical analyses was performed using Mann-Whitney
nonparametric two tailed rank test (alpha = 0.05) by GraphPad
Prism 4 software. P values <0.05 were considered to be statistically
signiﬁcant.
3. Results
3.1. Paquinimod reduces skin ﬁbrosis in the Tsk-1 model
Skin ﬁbrosis in Tsk-1 mice is manifested by an increased
production of collagen by myoﬁbroblasts located in the skin,
starting from week one after birth and the ﬁbrosis graduallyle treatment (n = 8) of M2- (Arg-1, Il-13, Cd206) and M1-associated (Il-12b and iNos)
ean  SEM. B) CD206 immunoﬂuorescence in hypodermis presented as percent
e or paquinimod treated mice. Graph shows mean  SEM. C) Immunohistochemical
 image shows a magniﬁcation of a double stained cell. Scale bar represents 100 mm.
t (n = 6) and at 8 weeks of treatment (n = 8) with paquinimod. The graphs show box
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25 mg/kg/day was administered ad lib in the drinking water from
week 7 to week 15. To mimic a clinical situation the treatment
started at a time point when ﬁbrosis already was established in the
hypodermis. The ﬁbrosis in the hypodermal layer of the skin was
measured as an increase in the hypodermal thickness and collagen
content. Fig. 1A and B show a clear increase in hypodermal
thickness in 15-week old mice treated with vehicle compared to 7-
week old mice (start of treatment). Hypodermal thickness was
reduced by 24% (p = 0.038) in animals treated with 5 mg/kg
paquinimod and by 16% (p = 0.231) in animals treated with 25 mg/
kg compared to vehicle treated mice. Deposition of collagen,
quantiﬁed by measuring the level of hydroxyproline, also increased
in the skin as the disease developed from week 7 to week 15. A
signiﬁcant reduction of the hydroxyproline content was recorded
after treatment with the highest dose of paquinimod (22%
p = 0.028) (Fig. 1C). The main producers of collagen in SSc are
the myoﬁbroblasts and this cell population increases in number in
the skin of Tsk-1 mice during disease development. An increase of
34% (p = 0.008) from week 7 to week 15 was recorded (Fig. 1D).
After 8 weeks of treatment with 25 mg/kg paquinimod the number
of myoﬁbroblasts in the skin was signiﬁcantly reduced (20%,
p = 0.014) compared to vehicle treated animals (Fig. 1D). Altogeth-
er, these data support that paquinimod has anti-ﬁbrotic effects in
the skin of Tsk-1 mice.Fig. 3. Change in mRNA expression of different TGFb-responsive genes. A–D) Change in 
ﬁbronectin 1 (Fn1), trombospondin 1 (Thbs1) and Collagen 1a2 (Col1a2) at start of trea
graphs show box plots and the horizontal line represents median value.3.2. Paquinimod targets myeloid subsets in the skin of Tsk-1 mice
It has previously been reported that the number of myeloid cells
is increased in ﬁbrotic tissue in SSc [8] and that these cells play an
important role in ﬁbrosis [23]. In order to elucidate whether the
observed anti-ﬁbrotic effects by paquinimod treatment are
mediated by modulation of the myeloid cells, CD11b+ cells were
quantiﬁed in skin biopsies from the Tsk-1 mice by immunohis-
tochemistry. An increased number of CD11b+ cells was observed in
the skin during disease progression, but no effect on this cell
population was evident by treatment (data not shown). To
investigate if paquinimod affects subsets within the very
heterogeneous CD11b+ cell population, real-time RT-PCR analysis
was used to detect speciﬁc myeloid cell markers. First, markers
associated with the pro-ﬁbrotic M2 macrophages were investigat-
ed, i.e. IL13, Arginase-1 (Arg-1) and the mannose receptor C, type 1
(CD206). A down-regulation of these M2 markers was observed in
mice treated with 25 mg/kg paquinimod compared to vehicle
treated animals, although the effect on CD206 did not reach
statistical signiﬁcance. The down-regulation of M2-associated
genes was accompanied by an increase of mRNA levels of IL12b
and inducible nitric oxid synthase (iNOS), both expressed by M1-
macrophages, Fig. 2A. This suggests that paquinimod induces a
polarization of macrophages from a pro-ﬁbrotic M2 to an anti-
ﬁbrotic M1 phenotype in Tsk-1 mice. Immunohistochemicalgene expression relative vehicle treatment of connective tissue growth factor (Ctgf),
tment (n = 6) and at 8 weeks of treatment with paquinimod or vehicle (n = 8). The
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skin in paquinimod treated animals (Fig. 2B). The majority of the
CD206+ cells expressed the macrophage marker F4/80 (Fig. 2C),
further strengthening the notion that paquinimod treatment
targets the M2 macrophages in this model. Finally, a 54% (p =
0.0019) reduction of mRNA levels for the chemokine receptor 2
(CCR2), a receptor mainly expressed on inﬂammatory monocytes
that are implicated in the development of ﬁbrosis, was observed in
mice treated with 25 mg/kg paquinimod compared to vehicle
treated animals (Fig. 2D) [24].
3.3. Paquinimod reduces the expression of TGFb regulated genes
One of the major pro-ﬁbrotic cytokines produced by
M2 macrophages is TGFb and up-regulation of the TGFb signalling
axis in Tsk-1 mice has been described [25]. Therefore, to further
study the effect of paquinimod, the expression of a number of
TGFb-responsive genes in the skin was analysed by real-time RT-
PCR. Fig. 3A–C shows that paquinimod reduces the mRNA levels of
connective tissue growth factor (Ctgf), ﬁbronectin 1 (Fn1) and
trombospondin 1 (Thbs1). Also a trend towards a reduction of
collagen 1a2 (Col1a2) (Fig. 3D), Col1a1 and Col3a1 (data not
shown) was recorded. Altogether, this indicates a reduced TGFb
response locally after paquinimod treatment, and this is in line
with an effect on TGFb-producing myeloid cells in the skin.
3.4. Paquinimod reduces the level of total IgG in serum
Similarly to SSc in humans, an increase of circulating auto-
antibodies has been described in Tsk-1 mice [3,26]. In this study a
doubling in level of total IgG in serum was recorded during disease
development from week 7 to week 15 (Fig. 4). This may reﬂect the
development of auto-antibodies against speciﬁc antigens in these
mice. In both dose groups a signiﬁcant reduction of circulating IgG
was observed during disease development of Tsk-1 mice. The Ig G
levels in paquinimod treated animals were comparable with the
levels observed in 7 weeks old mice (start of treatment) (Fig. 4).
4. Discussion
Skin ﬁbrosis is considered a hallmark of SSc. In this paper we
have investigated the effect of paquinimod on skin ﬁbrosis in a
spontaneous SSc model, the Tsk-1 mice. Paquinimod is an
immunomodulatory agent with ameliorating effect in animal
models for several different autoimmune and inﬂammatoryFig. 4. The effects of paquinimod treatment on the total IgG level in serum from Tsk-
1 mice at start of treatment (n = 6) and after 8 weeks of treatment with paquinimod
or vehicle (n = 8). The graph shows individual values and the horizontal line
represents median value.disorders. It has been evaluated in clinical Phase 1 studies in
healthy subjects, systemic lupus erythematosus (SLE) and SSc
patients and was well tolerated at dose levels predicted, from
preclinical data, to be efﬁcacious [11–13]. Paquinimod binds to
S100A9 and inhibits its binding to the pro-inﬂammatory receptors
RAGE and TLR4 [15]. S100A9 may be directly involved in the
ﬁbrotic events occurring in SSc patients as S100A9 has been shown
to stimulate proliferation and production of collagen by ﬁbroblasts
via binding to RAGE [19,27], but an indirect role where
S100A9 affects innate immunity in the skin is however also
possible. For example, mice lacking S100A9 have an impaired
recruitment of myeloid cells to a wound, resulting in faster wound
closure and less scar tissue formation [28]. In line with this,
paquinimod has previously been shown to interfere with the
recruitment and accumulation of myeloid cells into inﬂammatory
sites [14,20].
Based on the previously documented effects of paquinimod on
S100A9 and innate immunity we reasoned that paquinimod may
be an option in the treatment of SSc. In this study we show, for the
ﬁrst time, that paquinimod has signiﬁcant effects on skin ﬁbrosis in
Tsk-1 mice and that this effect correlates with local and systemic
effects on the immune system. Anti-ﬁbrotic effects could be
detected in the skin both as a reduction of hypodermal thickness
and as a reduction of the collagen content in the skin. The
treatment also signiﬁcantly reduced the number of collagen-
producing myoﬁbroblasts. The amplitude of the reduction of
myoﬁbroblasts did, however, not fully correlate to the reduction of
hypodermal thickness at 5 mg/kg, which was more pronounced.
The dermal thickness, is a read-out for ﬁbrosis that reﬂects a
balance between production and degradation of extracellular
matrix components, which could explain the differences in
response of paquinimod on myoﬁbroblasts count and hypodermal
thickness in the same dose group. Myoﬁbroblasts differentiate
from ﬁbroblasts in response to signals derived from myeloid cells
[4]. Effects on myeloid cells were evident by real-time RT-PCR
analysis of skin biopsies. First, treatment with paquinimod
signiﬁcantly reduces the mRNA levels for CCR2. CCR2 is a
chemokine receptor expressed primarily on inﬂammatory mono-
cytes [24]. A role for CCR2 in the pathogenesis of SSc is supported
by the fact that high levels of CCR2 are found in skin biopsy
samples from patients of early-stage diffuse cutaneous SSc [29].
Also, mice lacking CCR2 display impaired mononuclear cell
recruitment to sites of inﬂammation [30] and are resistant to
experimental ﬁbrosis [31]. Given the documented effects of
paquinimod on inﬁltration of myeloid cells, it is likely that the
reduced expression of CCR2 represents a reduction of this cell
population as a result of paquinimod treatment in the Tsk-1 mice.
However, CCR2 may also be expressed on other cells, e.g. T cells,
ﬁbroblasts and ﬁbrocytes that are also involved in the ﬁbrotic
events and it cannot be ruled out from our results that the
reduction also includes these cells. The effect of paquinimod on
CCR2 expression was also observed in a clinical open-label study in
SSc patients (NCT01487551; manuscript in preparation), showing
that CCR2 may qualify as a pharmacodynamic biomarker for
paquinimod in future clinical trials in SSc patients.
The chemokine (CC motif) ligand 2 (CCL2)-CCR2 axis has been
described to be involved in the polarization of macrophages
towards a M2 phenotype [32]. These pro-ﬁbrotic M2 macrophages
express the mannose receptor CD206 and Arg-1, the latter being
directly involved in the synthesis of collagen [33]. Interestingly,
paquinimod treated mice had reduced mRNA levels of both
CD206 and Arg-1, as well as a reduction of CD206 expressing cells
in the skin suggesting a reduction of M2 macrophages. Also, mRNA
levels of the M2-inducing cytokine IL-13 were signiﬁcantly
reduced by paquinimod treatment. The reduction of M2 markers
was accompanied by an increase of mRNA levels for IL-12b and
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M1 macrophages. These results support that paquinimod induces
a shift from pro-ﬁbrotic M2 macrophages to a M1 phenotype in the
skin of Tsk-1 mice. There are remarkable similarities between the
molecular processes in wound healing and cancer, and tumors are
sometime referred to as a never healing wound. It is interesting to
note that the ﬁbrotic skin in SSc or Tsk-1 mice in fact share some
similarities with the microenvironment found in tumors that is to a
large part regulated by myeloid cells. In the tumor, these cells
appear as tumor-associated M2 macrophages or inﬁltrating
monocytic/granulocytic cells. Recent studies with tasquinimod,
another quinoline compound, showed that tasquinimod triggers a
polarization of macrophages from a M2 to a M1 phenotype in the
tumour microenvironment [34,35].
In ﬁbrotic tissue the M2 macrophages are the major producers
of ﬁbrotic cytokines and growth factors such as TGFb [36]. In this
study we observed down regulation of mRNAs for several TGFb
regulated genes such as Ctgf, Thbs1, Fn1 and Col1a2, which all are
involved in the development of ﬁbrosis. The involvement of Ctgf
and Col1a2 in ﬁbrosis in this mouse model is supported by the fact
that they have earlier shown a higher level of mRNA in Tsk-
1 compared to wild type littermates [37,38]. In Fig. 3C an increase
of Thbs1 was recorded from start of treatment to week 15 in vehicle
treated animals, indicating involvement of also this gene in the
development of ﬁbrosis in these mice. The observed disruption of
the TGFb signalling pathway in this study could be explained by
paquinimod targeting of the M2 population. This paper has focused
on local changes of the myeloid cell compartment within the
ﬁbrotic tissue. However, the possibility that a systemic effect from
oral treatment of paquinimod on myeloid cells, e.g. the M1 and
M2 macrophages, could contribute the observed reduction of
ﬁbrosis in this study can of course not be ruled out.
Paquinimod has previously been shown to reduce the level of
circulating auto-antibodies and total IgG in an experimental model
for SLE [12]. Similar to SSc patients, Tsk-1 mice also develop auto-
antibodies [3,26] that are mainly speciﬁc for nuclear proteins
associated with necrotic tissue damage. An increase in total IgG
serum levels were observed as the disease progressed and this
probably represented an increase of speciﬁc auto-antibodies. We
observed that paquinimod treatment effectively inhibits the
increase of total IgG in the serum. The effect of paquinimod on
a B cell response and antibody production has earlier been
reported to be restricted to the primary B cell response, while
treated mice showed normal antibody production in a secondary
antigen recall response [39]. In the situation of autoimmunity, the
autoantibody response can be considered a secondary B cells
response. Therefore, the observed reduction of serum IgG in the
Tsk-1 model might be a consequence of the decrease in the ﬁbrosis
in treated mice rather than a direct effect on B cell activation and
antibody production.
In summary, we show that paquinimod reduces the develop-
ment of ﬁbrosis in an experimental model of SSc when starting
treatment at 7 weeks of age with already established ﬁbrosis in the
hypodermis. Paquinimod treatment leads to down regulation of
genes that have been shown to be important in the pathogenesis of
SSc, ﬁbrosis and myeloid cell action. We postulate that paquinimod
targets the myeloid cell compartment in the ﬁbrotic skin of the Tsk-
1 mice and thereby reduces the pro-ﬁbrotic myeloid M2 response.
These results suggest that immunomodulation by paquinimod
may provide an opportunity for a novel therapy of SSc.
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